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Long Noncoding (lnc) RNA 

• Noncoding transcripts >200nt 

• Shown to act in cis to regulate 
neighbouring transcripts 

( Image from Schonrock et al, 2012) 



Hypothesis 
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Identifying IL-1β neighboring lncRNA-mRNA pairs 



lncRNA-mRNA pairs are correlated in expression 

 



NF-κB regulated lncRNA-mRNA pairs are correlated in expression 
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Genomic loci of lncRNA-CCL2 and CCL2 

 

Data from Brown, Molecular Cell, 2014     GEO: GSE53998 



 

lncRNA-CCL2 and CCL2 expression follows a similar IL-1β kinetic 



lncRNA-CCL2 is elevated in symptomatic human plaques 

(Data from Lars Maegdefessel, BiKE Consortium, Karolinska Institute) 



lncRNA-CCL2 knockdown results in decreased CCL2 expression 
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Distribution of distances between lncRNA-mRNA pairs 

 



Data from Brown, Molecular Cell, 2014     GEO: GSE53998 





 

lncRNA-CCL2 and CCL2 are regulated by inflammatory stimuli 



 



 



 



 



Rs1024611 (-2578A>G) SNP 

(Data from SNPedia) 



 



 



Emerging role of epigenetics in atherosclerosis 

 

(Khyzha et al., Trends in Molecular Medicine, 2017) 
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